International Conference on Systems Biology 2008

Friday August 22, 2008

1000-1800 |Separate Tutorial Programme

Saturday August 23, 2008

0900-1430 (Separate Tutorial Programme

1500-1800 (Opening session (Congress Hall)

1500-1530 (Opening speeches Various officials

1530-1615 |Chris Sander Sloan-Kettering Institute, New York, USA r::lm:;z from experiments: combinatorial perturbation of cancer
1615-1700 [TBA

1700-1720 |Frederick Marcus European Commision, Brussels, EU Systems Biology in Europe

1720-1730 |Ewan Birney EBI Hinxton, UK European network enabling systems biology

1730-1740 (Boris Zhivotovsky Karolinska Institute, Stockholm, Sweden Apoptosis systems biology applied to cancer and AIDS
1740-1750 |Wolfgang Schamel MPI Immunebiology, Freiburg, Germany Systems biology of T-cell activation

1750-1800 |Stefan Hohmann University of Gothenburg, Sweden Eukaryotic unicellular organism biology

1800-2000 |Opening reception




International Conference on Systems Biology 2008

Sunday August 24, 2008

0830-1030

Plenary session 1: Network biology (Congress Hall)

0830-0900

Frank Holstege

University of Utrecht, Netherlands

Understanding regulatory circuitry through expression-profile

phenotypes

0900-0930

Charlie Boone

University of Toronto, Canada

Global mapping of the yeast genetic interaction network

Casting a net for kinases - systematic discovery of In Vivo

0930-1000 |Rune Linding Institute of Cancer Research, London, UK )
phosphorylation networks
1000-1030 [Eran Segal Weizmann Institute, Rehovot, Israel TBA (Statistical models from genomic data)
1030-1100 |Coffee
1100-1300 |Dedicated session 1-1: Cell-regulation - metabolism

1100-1120

Jacky Snoep

University of Stellenbosch, South Africa

Predicting flux control distributions in metabolic networks for whict
limited kinetic information is available

1120-1140

Matej Oresic

VTT Espoo, Finland

Reconstruction of lipid pathways at cellular and systemic level

12min  |TBA selected from submitted abstract
12min TBA selected from submitted abstract
12min  |TBA selected from submitted abstract
12min TBA selected from submitted abstract
12min  |TBA selected from submitted abstract
12min TBA selected from submitted abstract
1100-1300 |Dedicated session 1-2: Standards and repositories
1100-1120 [Nicolas Le Novéere EBI Hinxton, UK MIASE - The minimum information about a simulation experiment
1120-1140 |Alan Ruttenberg Science Commons, Cambridge MA, USA Sharing biological data and knowledge on the semantic web
12min TBA selected from submitted abstract
12min  |TBA selected from submitted abstract
12min TBA selected from submitted abstract
12min  |TBA selected from submitted abstract
12min TBA selected from submitted abstract
12min  |TBA selected from submitted abstract
1100-1300 [Dedicated session 1-3: Drug discovery
1100-1120 |Hans Westerhoff zrr:‘slf;(grsf x;ﬂce:‘;tgsr UK, and Free University offrp
1120-1140 [Adriano Henney Astra Zeneca, Manchester, UK TBA
12min  |TBA selected from submitted abstract
12min TBA selected from submitted abstract
12min  |TBA selected from submitted abstract
12min TBA selected from submitted abstract
12min  |TBA selected from submitted abstract
12min TBA selected from submitted abstract
1100-1300 |Dedicated session 1-4: Plant systems
1100-1120 |Mark Stitt MPI Golm, Germany TBA
1120-1140 |Przemyslaw Prusinkiewicz |University of Calgary, Canada Z;"t: d’goﬁgfji;‘;"ho'e plants: Towards an integrative model of
12min TBA selected from submitted abstract
12min TBA selected from submitted abstract
12min TBA selected from submitted abstract
12min TBA selected from submitted abstract
12min TBA selected from submitted abstract
12min TBA selected from submitted abstract




International Conference on Systems Biology 2008

Sunday August 24, 2008

1300-1600 |Lunch break and coffee with specific activities

1400-1530 |[Industry needs in systems biology (Adriano Henney, Pierre de Meyts, Birgit Schoeberl and others)

1400-1600 |Speakers corners: morning speakers available to meet

1300-1600 [Posters, arenas, exhibition

1600-1800 |Plenary session 2: Understanding and curing diseases

A quantitative systems approach to understanding how signalinc

1600-1630 |Douglas Lauffenburger MIT, Cambridge MA, USA )
networks govern cell behavior

1630-1700 |Michael Snyder Yale University, New Haven CT, USA Mapping functional elements, regulatory circuits and variation in yeas
and humans

1700-1730 |Roy Kishone Harvard University, Cambridge MA, USA TBA (Gene and drug networks)

1730-1800 |Douglas Kell University of Manchester, UK The cellylar uptake of pharmaceutlcal drugs: A problem not of
biophysics but of systems biology

1800-2000 |Free viewing posters, arenas, exhibitions




International Conference on Systems Biology 2008

Monday August 25, 2008

0830-1030 |Plenary session 3: Cell regulation
0830-0900 (Sunney Xie Harvard University, Cambridge MA, USA Single-molecule approach to molecular biology in living bacterial cells
0900-0930 |Kwang-Hyan Cho Korea Advanced Institute of Science and From topology to dynamics and function: coupled feedback loops in

Technology, Seoul

signaling networks

0930-1000 |Uwe Sauer ETH Zurich, Switzerland Genetic and environmental control of yeast metabolism
1000-1030 |Bela Novak Oxford University, UK Irreversibility of mitotic exit in budding yeast
1030-1100 |Coffee
1100-1300 |Dedicated session 2-1: Cell-regulation - signalling
1100-1120 |Ursula Klingmiiller German Cancer Research Center, Heidelberg TBA
1120-1140 [Michael While University of Liverpool, UK Spatial and temporal information encoding by the NF-kappaB system
12min TBA selected from submitted abstract
12min TBA selected from submitted abstract
12min TBA selected from submitted abstract
12min TBA selected from submitted abstract
12min TBA selected from submitted abstract
12min TBA selected from submitted abstract
1100-1300 |Dedicated session 2-2: Modelling approaches
1100-1120 |Edda Klipp MPI Berlin, Germany E:Q::{:.i?.zz of biochemical pathway models has to cope with nested
1120-1140 [Jens Timmer University of Freiburg, Germany Modelling with identifiable models
12min TBA selected from submitted abstract
12min TBA selected from submitted abstract
12min TBA selected from submitted abstract
12min TBA selected from submitted abstract
12min TBA selected from submitted abstract
12min TBA selected from submitted abstract
1100-1300 |Dedicated session 2-3: Diagnostic markers and complex diseases
1100-1120 |Mikael Benson University of Gothenburg, Sweden Clinical systems biology to personalize medication
1120-1140 |Jesper Tegner ;w;zzi:g University and Karolinska Instiute, Understanding networks of Atherosclerosis
12min TBA selected from submitted abstract
12min TBA selected from submitted abstract
12min TBA selected from submitted abstract
12min TBA selected from submitted abstract
12min TBA selected from submitted abstract
12min TBA selected from submitted abstract
1100-1300 |Dedicated session 2-4: Microbial systems
1100-1120 |Igor Stagljar University of Toronto, Canada rl?[::ﬁn;:ﬂsembrane proteins to their interactomes: Lessons from yeast an
1120-1140 |Yoshi Ohya University of Tokyo, Japan Ssusir;::;tlv:nrzorpholog|ca| analysis of heterozygous mutants of yeas!
12min TBA selected from submitted abstract
12min TBA selected from submitted abstract
12min TBA selected from submitted abstract
12min TBA selected from submitted abstract
12min TBA selected from submitted abstract
12min TBA selected from submitted abstract




International Conference on Systems Biology 2008

Monday August 25, 2008

1300-1500

Lunch break and coffee with specific activities

1330-1500

Funding needs and opportunities (Representatives from different funding organisation)

1330-1500

Speakers corners: morning speakers available to meet

1300-1500

Posters, arenas, exhibition

1500-2300

Excursion to Marstrand and Viking Dinner (requires separate booking - otherwise free evening)




International Conference on Systems Biology 2008

Tuesday August 26, 2008

0830-1030 |Plenary session 4: From cell to organ to organism

0830-0900 |Roel van Driel University of Amsterdam, Netherlands TBA (Chromatin remodelling)

0900-0930 |Francois Nedelec EMBL Heidelberg, Germany The asymmetric dance of the microtubules in mitosis
0930-1000 |Eileen Furlong EMBL Heidelberg, Germany TBA (Networks in Drosophila development)
1000-1030 |Peter Hunter University of Aukland, New Zealand Developments in computational physiology

1030-1100 [Coffee

1100-1300 [Dedicated session 3-1: Cell-to-cell variation

1100-1120 {Johan Elf Uppsala University, Sweden Transcription factor search kinetics in bacterial cells

. University of Buen: i i ivati i
1120-1140 |Alejandro Colman Lerner iversity uenos Aires, Argentina, and Molecular| Activation of mating response converts the HOG pathway from a

Science Institute, Berkeley CA, USA transient to a sustained response
12min TBA selected from submitted abstract
12min TBA selected from submitted abstract
12min TBA selected from submitted abstract
12min TBA selected from submitted abstract
12min TBA selected from submitted abstract
12min TBA selected from submitted abstract

1100-1300 |Dedicated session 3-2: Synthetic biology

1100-1120 (Jorg Stelling ETH Zdrich, Switzerland Computational engineering of synthetic circuits
1120-1140 |Mark Isalan Center for Genomic Regulation, Barcelona, Spain  |Gene network engineering: Scaffolds for evolution

12min TBA selected from submitted abstract

12min TBA selected from submitted abstract

12min TBA selected from submitted abstract

12min TBA selected from submitted abstract

12min TBA selected from submitted abstract

12min TBA selected from submitted abstract

1100-1300 [Dedicated session 3-3: Software tools

1100-1120 |Mats Jirstrand Fraunhofer-Chalmers Centre, Gothenburg, Sweden |Software tools - a survey from a theoretical perspective
1120-1140 |Attila Csikasz-Nagy Microsoft Research, Trento, Italy Challenges for computational systems biology

12min TBA selected from submitted abstract

12min TBA selected from submitted abstract

12min TBA selected from submitted abstract

12min TBA selected from submitted abstract

12min TBA selected from submitted abstract

12min TBA selected from submitted abstract

1100-1300 |Dedicated session 3-4: Model driven experimental planning

1100-1120 |[Fritz Roth Harvard University, Cambridge MA, USA Mouse gene function prediction and complex disease
1120-1140 |Roland Eils German Cancer Research Center, Heidelberg TBA

12min TBA selected from submitted abstract

12min TBA selected from submitted abstract

12min TBA selected from submitted abstract

12min TBA selected from submitted abstract

12min TBA selected from submitted abstract

12min TBA selected from submitted abstract




International Conference on Systems Biology 2008

Tuesday August 26, 2008

1300-1600 |Lunch break and coffee with specific activities

1400-1530 |Education in interdisciplinary biology (Karl Kuchler, Hans Westerhoff, David Botstein, Anders Blomberg and others)
1400-1600 |Speakers corners: morning speakers available to meet

1300-1600 |Posters, arenas, exhibition

1600-1800 [Plenary session 5: New approaches to biotechnology

1600-1630 |Birgit Schoeberl Merrimack, Cambridge MA, USA TBA (Drug discovery and development)

1630-1700 |Jens Nielsen Chalmers, Gothenburg, Sweden TBA (Metabolic engineering)

1700-1730 (Luis Serrano Center for Genomic Regulation, Barcelona, Spain [ TBA (Synthetic biology)

1730-1800 [Ehud Shapiro Weizmann Institute, Rehovot, Israel Why not edit DNA the way we edit text?

1800-2000 |Free viewing posters, arenas, exhibitions

2000-2300

Visit to Liseberg amusement part (optional, entry free - attractions on own costs)




International Conference on Systems Biology 2008

Wednesday August 27, 2008

0830-1030 [Plenary session 6: Genetic variation and evolution

0830-0900 [Stig Omholt Centre for Integrative Genetics, As, Norway Causally cohesive genotype-phenotype models - systems biology
meets genetics

0900-0930 |Andreas Wagner University of Ziirich, Switzerland On the relationship between robustness and evolvability

0930-1000 [Michael Elowitz CalTech, Pasadena CA, USA TBA (Synthetic gene regulatory networks)

1000-1030 [Gael Yvert Ecole Normale Supérieure de Lyon, France TBA (Stochastic variation in gene expression is a complex genetic trait)

1030-1100 [Coffee

1100-1300 |Plenary session 7: Future challenges

1100-1145 |David Botstein Princeton University, USA Genomics, computation, and the nature of biological understanding
1145-1215 [Hiroaki Kitano Systems Biology Institute, Tokyo, Japan TBA
1215-1300 |Leroy Hood Institute for Systems Biology, Seattle WA, USA TBA

1300-1400 |Lunch packages

1400-1800 |Separate Workshop Programme

Tursday August 28, 2008

0900-1800 |Separate Workshop Programme




	Programme

